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Fragments of plasmid DNA from Borrelia burgdorferi and B. hermsii were cloned and tested for specificity
as hybridization probes to identify these two species of pathogenic spirochetes. Three fragments from the
49-kilobase-pair linear plasmid of B. burgdorferi were tested: a 500-base-pair (bp) HindIII fragment (probe
49A), a 445-bp Pst-HindIIl fragment (probe 3G), and a 320-bp HindIIl fragment (probe 16H). When
hybridized to purified DNA or whole spirochetes, all of the probes distinguished B. burgdorferi from the other
species examined, including B. hermsii, B. parkeri, B. turicatae, B. coriaceae, B. crocidurae, and B. anserina.
Probe 49A was the most useful, however, hybridizing with all strains of B. burgdorferi originating from both
North America and Europe while not cross-hybridizing with B. hermsii. A 790-bp HindIIl fragment of B.
hermsii DNA hybridized with DNA and whole spirochetes of this species and also with B. parkeri, confirming
the close relatedness of these two species. These probes provide a new method of identifying these Borrelia
species once the organisms have been grown in culture.

The genus Borrelia includes many species of tick-borne
pathogenic spirochetes that infect humans and a variety of
other animals throughout many regions of the world (12).
Within the United States, at least six described Borrelia
species are established, including the causative agents of
Lyme disease (Borrelia burgdorferi), tick-borne relapsing
fever (B. hermsii, B. parkeri, and B. turicatae), fowl spiro-
chetosis (B. anserina), and the agent suspected of causing
epidemic bovine abortion (B. coriaceae) (3). With the rec-
ognition of Lyme disease in Connecticut in 1975 (33), the
discovery of its causative agent, B. burgdorferi, in 1981 (8,
17, 32), and the fact that in the United States Lyme disease
has become the most prevalent arthropod-borne disease of
humans (9), many clinical and research laboratories have
become involved with its diagnosis and the identification of
this and other species of spirochetes.

In the past, Borrelia species have been identified by their
arthropod host and geographical place of origin (10). More
recently, guanine-plus-cytosine composition of total ge-
nomic DNA has been used to examine species and their
taxonomic relationship within the genus (15). Currently, B.
burgdorferi and B. hermsii are identified most often by
reactivity to monoclonal antibodies specific for epitopes
associated with outer surface proteins unique to these spe-
cies of spirochetes (7). However, since antigenic changes in
outer surface proteins of B. hermsii and B. burgdorferi can
occur when these borreliae are cultured in artificial media
(28, 35), such changes could interfere with the proper
identification of the spirochete, depending on the particular
monoclonal antibody used for identification.

The use of specific sequences of DNA as probes for the
recognition of infectious agents is becoming a valuable
alternative to problematic immunological identification as-
says (36). Given the increasing demand for reagents to
correctly identify Borrelia species and the potential for
antigenic changes in cultured spirochetes, we have been
investigating the potential use of DNA probes for the detec-
tion and identification of Borrelia sp. In a preliminary
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abstract, the feasibility of using DNA probes for the identi-
fication of B. burgdorferi was examined (27). Herein, we
demonstrate the utility of these probes and describe addi-
tional DNA restriction fragments for the specific identifica-
tion of B. burgdorferi and B. hermsii, the two most prevalent
Borrelia spp. that infect humans in North America.

MATERIALS AND METHODS

Borrelia strains and cultivation. The spirochetes used in
this study came from the following sources. B. burgdorferi
B-31 (ATCC 35210), the prototype strain, originated from
Ixodes dammini from Shelter Island, N.Y. (8, 17, 32). B.
burgdorferi HB-19 was isolated from human blood in Con-
necticut (5, 32). B. burgdorferi ECM-NY-86 (30), NY-1-86,
and NY-2-86 were isolated from erythema migrans lesions of
three human patients in New York in 1986. B. burgdorferi
Sh-2-82 was isolated from two naturally infected I. dammini
ticks collected on Shelter Island, N.Y., in 1982 (30). B.
burgdorferi CA-2-87 was isolated from a pool of eight adult
I. pacificus ticks collected in Tulare County, Calif., in 1987
(30). B. burgdorferi JD-1 originated from a naturally infected
nymphal I. dammini tick collected at Crane’s Beach, Ips-
wich, Mass. (24). B. burgdorferi G-1 and G-2 were isolated
from human cerebrospinal fluid in the Federal Republic of
Germany (14). B. hermsii HS1 serotype C (ATCC 35209)
originated from Ornithodoros hermsi collected near Spo-
kane, Wash. (35). B. hermsii FG was isolated at Rocky
Mountain Laboratories in April 1987 from the blood of an
8-year-old boy from Seattle, Wash. B. coriaceae CoS3
(ATCC 43381) originated from O. coriaceus collected in
California (16, 19). B. parkeri, B. turicatae, B. anserina, and
B. crocidurae were in the Rocky Mountain Laboratories
bacterial pathogen collection.

Live borrelial cultures were maintained in BSK-II medium
(1) at 34°C and passaged twice a week. Numbers of spiro-
chetes were determined by dark-field microscopy by using
the Stoenner (34) counting method.

Purification of plasmid-enriched DNA. DNA was purified
from all borrelial strains as described previously (2), except
that cesium chloride-ethidium bromide gradient ultracentrif-
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ugation was not done. DNA concentration and purity were
determined by UV A,¢, and A.y, (20). Each sample was
examined in a 0.2% agarose gel stained with ethidium
bromide to determine its plasmid profile.

Generation of DNA probe. Recombinant plasmids pTRH44
and p7.1 were provided by Alan G. Barbour. University of
Texas Health Science Center, San Antonio. pTRH44 con-
tains the ospA gene of B. burgdorferi (13), while p7.1
contains the 5' portion of variable major protein 7 (vmp7)
gene of B. hermsii and adjacent upstream sequences (25).
For probes to B. burgdorferi, we subcloned two fragments of
the ospA gene from pTRH44: a 445-base-pair (bp) Pstl-
Hindlll fragment (probe 3G) and a 320-bp HindIII fragment
(probe 16H). Another 500-bp HindIlI fragment (probe 49A),
which resulted from a restriction endonuclease digest of total
plasmid-enriched DNA, was also cloned and screened for its
specificity to B. burgdorferi. For a probe to B. hermsii, we
subcloned a 790-bp Hindlll fragment (probe E4) from p7.1.
Each of the fragments was ligated into cloning vector pUC19
or pUC13 cut previously with the appropriate endonucleases
(Bethesda Research Laboratories, Gaithersburg, Md.) and
treated with alkaline phosphatase. Escherichia coli DHS5-a
(Bethesda Research Laboratories) was transformed with the
recombinant plasmids and screened for the appropriate
DNA inserts. Plasmid DNA from E. coli was purified by a
method described previously (11), except that cells were
lysed by being heated at 68°C for 30 min. The lysate was
phenol-chloroform extracted, and the DNA was precipitated
in ethanol (20). Recombinant plasmids were then digested
with the appropriate endonucleases and electrophoresed in
0.7% agarose gels, and the fragments of interest were
recovered by elution with a UEA electroeluter (International
Biotechnologies, Inc., New Haven, Conn.) as recommended
by the manufacturer. The purified fragments were nick
translated by using a commercial kit (Bethesda Research
Laboratories) and labeled with [a-*?P]dCTP as recom-
mended by the manufacturer. The unincorporated isotope
was separated from the DNA by centrifugation in a Mini
Spin Column (Worthington Diagnostics, Freehold, N.J.) as
recommended by the manufacturer. Probes were labeled to a
specific activity of 107 to 10® cpm/ug of DNA. Immediately
before hybridization, labeled probes were denatured in 0.1 N
NaOH at 37°C for 10 min.

Hybridization procedures. Hybridizations were done on
GeneScreen Plus membranes as recommended by the man-
ufacturer (Dupont, NEN Research Products, Boston,
Mass.). The membrane was presoaked in 0.5 M Tris (pH
7.55) for 30 min and then placed in a 96-well blot manifold
(Bio-Rad Laboratories, Richmond, Calif.) and tightened
under vacuum. Serial dilutions of DNA or whole spirochetes
in 0.125 N NaOH-0.125x SSC (1x SSC in 0.15 M sodium
chloride plus 0.015 M sodium citrate) were loaded in wells
and pulled onto the membrane with vacuum. The membrane
was air dried (37°C) and then treated with 0.5 N NaOH twice
for 2 min each time, neutralized with 1 M Tris (pH 7.6) twice
for 2 min each time, and air dried. The membrane was
prehybridized with 50% formamide-6x SSC- 5x Denhardt
solution (20)-0.5% sodium dodecyl sulfate-0.1% sodium
pyrophosphate-100 ug of denatured salmon sperm DNA per
ml for 24 h at 42°C. Hybridization was performed under the
same conditions for 16 h. Following hybridization, the
membrane was washed twice for 5 min each time in 2x SSC
at room temperature, twice for 15 min each time in 2X
SSC-1% sodium dodecyl sulfate at 65°C. and twice for 15
min each time in 0.1x SSC at 65°C. Membranes were
exposed to Kodak X-Omat film at —70°C with an intensifying
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FIG. 1. B. burgdorferi probe 16H hybridized with eight twofold
serial dilutions of standardized concentrations of plasmid-enriched
DNAs of seven Borrelia species. Film was exposed to the mem-
brane for 7 h.

screen for 2 to 72 h. as indicated in the figure legends, and
developed with a Kodak X-OMAT M20 processor.

Southern blot analysis. Plasmids of B. burgdorferi and B.
hermsii were separated by electrophoresis in 0.29% agarose
gels. The gels were then depurinated twice for 15 min each
time in 0.25 M NaCl, denatured in 1.5 M NaCl-0.5 M NaOH
for 1 h, and neutralized in 1 M Tris hydrochloride (pH
8.0)-1.5 M NaCl for 1 h. DNA was then transferred onto
GeneScreen Plus membranes for probing (31). Following
transfer, the membranes were treated identically to the dot
blots described above, except that they were exposed to film
for 5 to 7 days.

RESULTS

Two fragments of DNA were subcloned from ospA of B.
burgdorferi and examined for hybridization specificity.
These fragments were thought to be ideal candidates for
diagnostic sequences because ospA encodes for an outer
surface protein (OspA) unique to the Lyme disease spiro-
chete. Probe 3G, a 445-bp Pstl-HindIlI fragment, hybridized
strongly with plasmid-enriched DNA and with whole spiro-
chetes of two North American strains of B. burgdorferi (B31
and HB19) but not with a strain from the Federal Republic of
Germany (G1: data not shown). Probe 16H, a 320-bp HindIll
fragment, showed the same pattern of hybridization with
plasmid-enriched DNA (Fig. 1) and with whole spirochetes
(data not shown), although its reactivity with the German
strain (G1) was very weak. Probes 3G and 16H also hybrid-
ized weakly with B. hermsii but not with the other five
Borrelia species tested under the hybridization conditions
used in this study.

Plasmids of B. burgdorferi B31, B. hermsii HS1, and B.
hermsii FG were probed with 3G by Southern blot hybrid-
ization. As expected, probe 3G hybridized with the 49-
kilobase (kb) linear plasmid of B. burgdorferi, which con-
tains the ospA gene (Fig. 2). The sequence similarity of
probe 3G to B. hermsii was localized to a single but different
plasmid in the two strains: a 30-kb plasmid in strain HS1 and
26-kb plasmid in strain FG.

In view of the relatively weak reactivity of probes 3G and
16H with the German strain (Gl) of B. burgdorferi and
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FIG. 2. (A) Gel electrophoresis in 0.2% agarose of Borrelia
plasmid-enriched DNAs at two concentrations before Southern
transfer. Lanes: 1 and 2, B. burgdorferi B31; 3 and 4. B. hermsii
HS1: 5 and 6, B. hermsii FG. (B) Southern blot analysis of the same
Borrelia plasmids hybridized with probe 3G. Note strong signals due
to hybridization with the 49-kb linear plasmid of B. burgdorferi
(lanes 1 and 2) and weak signals resulting from hybridizations with
smaller linear plasmids of B. hermsii (lanes 3 to 6). Film was
exposed to the membrane for 7 days.

because both hybridized with DNA from B. hermsii, we
screened additional fragments of DNA for a more specific
probe. Probe 49A, a 500-bp HindlIII restriction fragment,
was cloned from a plasmid-enriched DNA digest of B.
burgdorferi Sh-2-82. Southern blot analysis of the plasmids
from three North American strains and culture passages of
B. burgdorferi separated in a low-percentage agarose gel
demonstrated that probe 49A hybridized only to the 49-kb
linear plasmid (data not shown). This probe hybridized with
plasmid-enriched DNA of B. burgdorferi but not with the
other six Borrelia species tested, including B. hermsii (Fig.
3). In additional tests, this probe hybridized with plasmid-
enriched DNAs of all 10 strains of B. burgdorferi tested,
including eight from various hosts and localities in North
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FIG. 3. B. burgdorferi probe 49A hybridized with eight twofold
serial dilutions of standardized concentrations of plasmid-enriched

DNAs of seven Borrelia species. Film was exposed to the mem-
brane for 72 h.
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FIG. 4. B. burgdorferi probe 49A hybridized with five twofold
serial dilutions of standardized concentrations of plasmid-enriched
DNAs of 10 strains of B. burgdorferi and 2 strains of B. hermsii.
Film was exposed to the membrane for 48 h.

America and two from the Federal Republic of Germany
(Fig. 4). Again, no hybridization with B. hermsii was de-
tected, even when the autoradiograph was exposed for up to
72 h.

One DNA fragment of B. hermsii was tested as a diagnos-
tic probe for this species. Probe E4, a 790-bp HindIIl
restriction fragment, hybridized strongly to both plasmid-
enriched DNA (Fig. 5) and whole spirochetes of B. hermsii
(data not shown). This probe hybridized less strongly to B.
parkeri but not to the other Borrelia species tested. This
probe detected 490 pg of plasmid-enriched DNA of B.
hermsii and 2,800 spirochetes (data not shown), the lowest
concentrations of both used in the hybridizations. The
probes for B. burgdorferi were less sensitive and were
unable to detect less than 10,000 organisms (27).

DISCUSSION

An increasing number of investigations have used nucleic
acid hybridization probes for detection and identification of
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FIG. 5. B. hermsii probe E4 hybridized with eight twofold serial
dilutions of standardized concentrations of plasmid-enriched DNAs
of seven Borrelia species. Film was exposed to the membrane for 2 h.
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disease-causing agents (36). Just a few recent examples
include the detection of dengue virus in mosquitoes (23).
Trypanosoma congolense in tsetse flies (18), various Bac-
teroides species in human clinical isolates (26), Plasmodium
falciparum in human blood (6), and Yersinia pestis in fleas
(21). Lyme disease is now the most prevalent arthropod-
borne disease in the United States, and the number of human
cases each year probably outnumbers the cases of all other
arthropod-borne diseases combined. The DNA probes de-
veloped in this investigation offer a new method to specifi-
cally distinguish B. burgdorferi and B. hermsii from the other
known species of Borrelia in the United States.

Developing a probe for plasmid DNA might seem unde-
sirable, since some plasmids of B. burgdorferi are lost early
during growth in artificial medium (29). However, probes
3G, 16H, and 49A originate from the 49-kb linear plasmid,
which is not lost, even after many years of in vitro cultiva-
tion (2). Probe 49A had greater DNA similarity with the B.
burgdorferi isolate from the Federal Republic of Germany
than did the probes derived from the ospA gene. Further-
more, probe 49A, in contrast with probes 3G and 16H, did
not hybridize with B. hermsii. These data and the specific
reactivity of probe 49A with the 10 North American and 2
German isolates of B. burgdorferi tested indicate that this
probe is preferred and may prove useful for identifying the
Lyme disease spirochete from many wide-ranging geograph-
ical locations. However, additional testing of this probe with
B. burgdorferi from other sources and localities throughout
Eurasia is required.

Probes 3G and 16H, on the other hand, may still prove to
be useful for identifying B. burgdorferi, particularly in areas
endemic for Lyme disease but where B. hermsii does not
occur. The signal detected when these probes were hybrid-
ized to B. hermsii DNA can also be eliminated by reducing
the exposure time during autoradiography or performing the
hybridizations at higher stringency.

Probe 49A sequences appear to be more conserved among
isolates from both continents, raising the possibility that this
500-bp fragment of DNA is associated with a cellular product
that does not vary among isolates from different geographi-
cal localities. Based on a published restriction map of
pTRH32, which contains approximately 6 kb of the 49-kb
linear plasmid, including ospA and ospB (13), our 500-bp
HindlIll fragment is not part of either of these genes.

Probe E4 was derived from B. hermsii to serve as a
specific probe for this organism, although it hybridized
weakly with B. parkeri DNA. The extent of DNA similarity
between these strains at the locus examined is perhaps not
surprising, however, because a study examining DNA ho-
mologies between Borrelia species concluded that B. hermsii
and B. parkeri are conspecific (15). Nevertheless, none of
the other Borrelia species tested hybridized to probe E4. and
if appropriate hybridization conditions are used. this probe
should prove useful as a means of specifically identifying B.
hermsii.

In the present study, we demonstrated in both dot blot and
Southern blot analyses that different portions of the ospA
gene hybridize to specific plasmids in two distinct strains of
B. hermsii. In an earlier study in which the entire ospA gene
was used as a probe to plasmid-enriched DNA of B. hermsii
digested by restriction endonucleases. no hybridization sig-
nals were detected (4). This suggests that the hybridizing
sequences detected in the present study are associated with
DNA sequences that may not be detected by Southern blot
analysis if the plasmid DNA is cut into smaller fragments by
endonucleases. It will be of interest to assess the relatedness
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of the two B. hermsii plasmids that share DNA sequences
with the ospA gene.

We detected hybridization by using a radioactive nuclide
label; however, many researchers cannot or choose not to
use such isotopes. Also, given the potential hazards of using
such material, nonradioactive labels are desirable. Commer-
cial Kits are available for chemical labeling of DNA probes
with biotin (vitamin H). with detection of hybridization by a
chromogenic change resulting from binding of an avidin-
enzyme conjugate to the biotin (22). We are currently
working on this approach to make the probes discussed
herein available to more laboratories.

ACKNOWLEDGMENTS

We thank Alan Barbour. University of Texas Health Science
Center. San Antonio. for providing clones pTRH44 and p7.1 and for
helping during the initial stages of the project. V. Sticht-Groh.
University of Wiirzburg. Wiirzburg. Federal Republic of Germany:
Joseph Piesman, University of Alabama. Birmingham: and Alan
MacDonald, Southampton Hospital. Southampton. N.Y., each pro-
vided strains of B. burgdorferi. Robert Evans and Gary Hettrick did
photography and graphics. and Betty Kester provided secretarial
support and typed the manuscript. Gregory MacDonald and Robert
Gilmore critically reviewed the manuscript.

LITERATURE CITED

1. Barbour, A. G. 1984. Isolation and cultivation of Lyme disease
spirochetes. Yale J. Biol. Med. 57:521-525.

. Barbour, A. G. 1988. Plasmid analysis of Borrelia burgdorferi.
the Lyme disease agent. J. Clin. Microbiol. 26:475-478.

3. Barbour, A. G., and S. F. Hayes. 1986. Biology of Borrelia

species. Microbiol. Rev. 50:381-400.

4. Barbour, A. G., R. A. Heiland, and T. R. Howe. 1985. Hetero-
geneity of major proteins in Lyme disease borreliae: a molecular
analysis of North American and European isolates. J. Infect.
Dis. 152:478—484.

. Barbour, A. G., S. L. Tessier, and W. J. Todd. 1983. Lyme
disease spirochetes and ixodid tick spirochetes share a common
surface antigenic determinant defined by a monoclonal anti-
body. Infect. Immun. 45:94-100.

6. Barker, R. H., Jr., L. Suebsaing, W. Rooney, G. C. Alecrim,
H. V. Dourado, and D. F. Wirth. 1986. Specific DNA probe for
the diagnosis of Plasmodium falciparum malaria. Science 231:
1434-1436.

7. Bissett, M. L., and W. Hill. 1987. Characterization of Borrelia
burgdorferi strains isolated from Ixodes pacificus ticks in Cali-
fornia. J. Clin. Microbiol. 25:2296-2301.

8. Burgdorfer, W., A. G. Barbour, S. F. Hayes, J. L. Benach, E.
Grunwaldt, and J. P. Davis. 1982. Lyme disease—a tick borne
spirochetosis? Science 216:1317-1319.

9. Centers for Disease Control. 1988. Lyme disease—Connecticut.
Morbid. Mortal. Weekly Rep. 37:1-3.

10. Davis, G. E. 1948. The spirochetes. Annu. Rev. Microbiol.
2:305-334.

11. Holmes, D. S., and M. Quigley. 1981. A rapid boiling method for
the preparation of bacterial plasmids. Anal. Biochem. 114:
193-197.

12. Hoogstraal, H. 1979. Ticks and spirochetes. Acta Trop. 36:
133-136.

13. Howe, T. R., F. W. LaQuier, and A. G. Barbour. 1986. Organi-
zation of genes encoding two outer membrane proteins of the
Lyme disease agent Borrelia burgdorferi within a single tran-
scriptional unit. Infect. Immun. 54:207-212.

14. Huppertz, H.-I1., V. Stich-Groh, and T. G. Schwan. 1986. Bor-
derline antibody response in initial stages of lymphocytic men-
ingitis does not rule out borreliosis. Lancet ii:1468-1469.

15. Hyde, F. W., and R. C. Johnson. 1984. Genetic relationship of
Lyme disease spirochetes to Borrelia. Treponema. and
Leptospira spp. J. Clin. Microbiol. 20:151-154.

16. Johnson, R. C., W. Burgdorfer, R. S. Lane, A. G. Barbour, S. F.
Hayes, and F. W. Hyde. 1987. Borrelia coriaceae sp. nov.:

19

N



1738

17.

18.

19.

20.

21.

22.

23.

24,

25.

26.

SCHWAN ET AL.

putative agent of epizootic bovine abortion. Int. J. Syst. Bacte-
riol. 37:72-74.

Johnson, R. C., G. P. Schmid, F. W. Hyde, A. G. Steigerwalt,
and D. J. Brenner. 1984. Borrelia burgdorferi sp. nov.: etiologic
agent of Lyme disease. Int. J. Syst. Bacteriol. 34:496-497.
Kukla, B. A., P. A. O. Majiwa, J. R. Young, S. K. Moloo, and O.
ole-Moiyoi. 1987. Use of species-specific DNA probes for detec-
tion and identification of trypanosome infection in tsetse flies.
Parasitology 95:1-16.

Lane, R. S., W. Burgdorfer, S. F. Hayes, and A. G. Barbour.
198S. Isolation of a spirochete from the soft tick, Ornithodoros
coriaceus: a possible agent of epizootic bovine abortion. Sci-
ence 230:85-87.

Maniatis, T., E. F. Fritsch, and J. Sambrook. 1982. Molecular
cloning: a laboratory manual. Cold Spring Harbor Laboratory,
Cold Spring Harbor, N.Y.

McDonough, K. A., T. G. Schwan, R. E. Thomas, and S. Falkow.
1988. Identification of a Yersinia pestis-specific DNA probe with
potential use in plague surveillance. J. Clin. Microbiol. 26:
2515-2519.

Mclnnes, J. L., P. D. Vise, N. Habili, and R. H. Symons. 1987.
Chemical biotinylation of nucleic acids with photobiotin and
their use as hybridization probes. Focus 9:1-4.

Olson, K., C. Blair, R. Padmanabhan, and B. Beaty. 1988.
Detection of dengue virus type 2 in Aedes albopictus by nucleic
acid hybridization with strand-specific RNA probes. J. Clin.
Microbiol. 26:579-581.

Piesman, J., T. M. Mather, R. J. Sinsky, and A. Spielman. 1987.
Duration of tick attachment and Borrelia burgdorferi transmis-
sion. J. Clin. Microbiol. 25:557-558.

Plasterk, R. H. A., M. 1. Simon, and A. G. Barbour. 1985.
Transposition of structural genes to an expression sequence on
a linear plasmid causes antigenic variation in the bacterium
Borrelia hermsii. Nature (London) 318:257-263.

Roberts, M. C., B. Moncla, and G. E. Kenny. 1987. Chromo-

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

J. CLIN. MICROBIOL.

somal DNA probes for the identification of Bacteroides species.
J. Gen. Microbiol. 133:1423-1430.

Schwan, T. G., and A. G. Barbour. 1988. Efficacy of nucleic acid
hybridization probes for the detection and identification of
Borrelia burgdorferi. Ann. N.Y. Acad. Sci. 539:419-421.
Schwan, T. G., and W. Burgdorfer. 1987. Antigenic changes of
Borrelia burgdorferi as a result of in vitro cultivation. J. Infect.
Dis. 156:852-853.

Schwan, T. G., W. Burgdorfer, and C. F. Garon. 1988. Changes
in infectivity and plasmid profile of the Lyme disease spiro-
chete, Borrelia burgdorferi, as a result of in vitro cultivation.
Infect. Immun. 56:1831-1836.

Schwan, T. G., W. Burgdorfer, M. E. Schrumpf, and R. H.
Karstens. 1988. The urinary bladder, a consistent source of
Borrelia burgdorferi in experimentally infected white-footed
mice (Peromyscus leucopus). J. Clin. Microbiol. 26:893-895.
Southern, E. 1975. Detection of specific sequences among DNA
fragments separated by gel electrophoresis. J. Mol. Biol. 98:
503-518.

Steere, A. C., R. L. Grodzicki, A. N. Kornblatt, J. E. Craft,
A. G. Barbour, W. Burgdorfer, G. P. Schmid, E. Johnson, and
S. E. Malawista. 1983. The spirochetal etiology of Lyme dis-
ease. N. Engl. J. Med. 308:733-740.

Steere, A. C., S. E. Malawista, D. R. Snydman, R. E. Shope,
W. A. Andiman, M. R. Ross, and F. M. Steele. 1977. Lyme
arthritis. An epidemic of oligarticular arthritis in children and
adults in three Connecticut communities. Arthritis Rheum.
19:7-17.

Stoenner, H. G. 1974. Biology of Borrelia hermsii in Kelly
medium. Appl. Microbiol. 28:540-543.

Stoenner, H. G., T. Dodd, and C. Larsen. 1982. Antigenic
variation of Borrelia hermsii. J. Exp. Med. 156:1297-1311.
Tenover, F. C. 1988. Diagnostic deoxyribonucleic acid probes
for infectious diseases. Clin. Microbiol. Rev. 1:82-101.



